
Interactions between plant response to environment and fungal microbiome 

in developing maize silks in relation to mycotoxin risk
Boscarol G.1, Boscutti F.1, Di Francesco A.1, Firrao G.1, Vuerich M.1, Scarpin D.1, Trotta G.1, Braidot E.1, Volpe V.2, Lazzarin T.2, Martinuzzi M.2, Fabro M.2, Petrussa E.1

N

Data collection

T1
SILKING 

STAGE

T2
MILK 

STAGE

5X

5X

Expected resultsStudy area

Experimental design

The climatic 
conditions are 
thought to be 
pivotal in 
shaping the 
microbiome 
communities.
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Preliminary results

Conclusions

The communities are diverse in T1 and T2.

The species richness (R) increases from T1 to T2.

Temperature is statistically significant in shaping 
the composition of communities.
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